High rates of undetectable MRD by PhasED-Seq on interim and end of treatment timepoints in
untreated advanced stage CHL treated with pembrolizumab + AVD
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PhasED-Seq Analysis

Background Results

» Concurrent pembrolizumab with AVD chemotherapy is Demographics uMRD by Timepoint

highly effective In the treatment of classic Hodgkin

Male sex, n (%) 12 (40%) B symptoms, n (%) 21 (42%)
Iymphoma (CH L) (Lynch et al. ASH 2023) Age, median (range) 32 (18-69) 5;’\';&2;(;;“2;”58")") 51’5(1:’0";)) All patients 29/37 (78%) 36/43 (84%) 39/42 (93%)
» We present updated clinical data for our full 50-patient vio8e 1 (2%) Extranodal involvement, n (%) 24 (48%) el e A e O R b e )
. . - - o Spleen involvement, n (%) 14 (28%)
StUdy mCIUdmg interim and end of treatment (EOT) MRD ::l E gz;; Early stelag\:e f:vorable, n (%) 6 (50%) « Baseline ctDNA was detectable in 11/12 (92%) of early-stage patients, and 36/37
testing by PhasED-Seq v 25 (50%) —————— (97%) of advanced stage patients.
O(-al vanced stage, n=38) S (13% . Only patient in the study to relapse had a negative interim PET but did not clear
7-3 23 (61%) ctDNA at any timepoint.
4-7 10 (26%) « Two additional patients had minute amounts of ctDNA detectable at the end of
2 cycles 5 (10%) Grade 34 non-Heme AES treatment after levels dropped >20,000 fold when compared to baseline.
4 cveles 3 (6% « Both patients have not relapsed 3 years and 14 months after completion of
y (6%) _
6 cycles 42 (84%) Febrile neutropenia 5 (10%) treatment, respectively.
y Onatre”miap 4(8% « Some timepoints did not have plasma samples available, and no samples were
Cycles 1-2 Cycles 3-6** S;':COpe N (8%‘:) drawn for sequencing during follow-up
o e e ® o o o o - oo Non-invas typing using ctDNA available in 25 patient
—— 1 (2%) on-invasive genotyping using ¢ available in 25 patients
S —— . .
il EOTPET gesﬁgafe;); IIDDa_tIa _ Rash 1 (2%) * 6 patients with H2 genotype (24%), only advanced stage
AVD oo St( ebrl edn>et11tgopen|?) Upper respiratory infection 1(2%) . Remaining patients, including all early-stage patients, were classified as H1 (76%)
1 c2 c3 c4  C5 cé pembrolizumab e on L (o + Norelapses among il patients
” Lalbilit Treat : dosl  5/8 due to grade 2+ Colon abscess 1 (2%)
ey eliginiity reatment aosing SR : H h h : 1 (2%
-Age 18+ Pembro 200 mg IV g21 days transaminitis, all reversible ypophosphatemia (2%) .
- Stage I-IV AVD standard dosing q14 days Immune-related adverse effects
- Untreated CHL GCSF optional COHCluSlOn
- - - e Efficacy Data Elevated ALT 29 (58%) 23 (46%) 3(6%)  2(4%) 1(2%) . .
« **Ejrst 30 patients received 2-6 cycles based on stage, final 20 . PET2 CR: (n=49) evated AST R (2%  Pembrolizumab + AVD continues to demonstrate durable
patients all received 6 cycles for Stage lll or IV » All patients: 61% Rash 16 (32%) 13 (26%) 2(4%)  1(2%) efficacy in previously untreated CHL.
* Primary endpoint of larger cohort: Efficacy, Secondary and * Early stage: 73% Hypothyroidism 5(10%)  1(2%) 4(8%) - - * No patient who has cleared ctDNA as measured by PhaskED-
. . ° . 0 . . . .
exploratory endpoints: safety, ctDNA analysis Advanced stage: 58%  yperthyroidism 3(6%)  1(2%) 2(4%) Seq has relapsed to date despite high rates of interim-PET
| | e EOT CR: (n—48) Total Bili Elevation 3 (6%) 1(2%) 2 (4%) and EOT PET OSItIVIt
* Single Center IIT, N =50 patients, NCT03331341 » All patients: 77% T— L% - 1 (2%) P I | |
« Samples were analyzed for ctDNA at baseline, post cycle 1 (if +  Early Stage: 91% Colitis 12%) - 1(2% * The role of PhasED-Seq will be further examined in the
. ° - 0 : "
available), post cycle 2, and end of treatment. ctDNA levels Advanced stage: 73% - gyiain-garre upcoming Phase 2 MRD-adapted PRECISE-HL study In
were quantified as haploid genome equivalents/mL plasma syndrome L ' H(2%) untreated advanced stage CHL.

using PhasED-Seq (Kurtz et al. Nat Biotech 2021). Long-term efficacy: Median Follow-up 3.1 years
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